New and old in prognosis determination.
Many factors have been identified for the prediction of prognosis in human breast cancer. In this overview the old and recent available prognostic factors are discussed. The prognostic markers widely used are clinical factors (tumor size, age of the patient, etc.), serum markers (CEA, CA 15-3, MSA, CA 125, TK, MCA), pathological factors (histologic differentiation grade, lymph node status) and steroid receptors. More recently molecular biological studies suggest that amplification and overexpression of some oncogenes may play a role in breast cancer prognosis, such as allele deletions of onco-suppressor genes (p53). DNA ploidy status and proliferation markers (S-phase fraction, Ki67 and TLI) may also be useful as prognostic markers.